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аннотация
На сегодняшний день влияние процессов аутофагии на канцерогенез остается не до конца изученным. 
С одной стороны, аутофагия является опухолевым супрессором за счет активации разрушения онко-
генных протеинов, токсичных белков и дефектных органелл, которые могут обладать агрессивными 
свойствами и способствовать повреждению дНК клетки. C другой стороны, аутофагия может способ-
ствовать выживанию опухолевых клеток в условиях гипоксии и присутствия активных форм кислорода, 
что происходит преимущественно за счет блокировки механизмов апоптоза, увеличивая шансы на 
поддержание циркуляции опухолевого клона. Регуляция аутофагии является сложным, многоэтапным 
и комплексным процессом. Основным его регулятором является сигнальный путь, который активирует 
белок протеинкиназосерин-треониновой специфичности m-Tor (мишень рапамицина у млекопитающих). 
В литературе имеются данные о влиянии белков аутофагии ATG5, LC3A и LC3B, Beclin-1 на способ-
ность злокачественно трансформированных клеток к выживанию, а также на развитие опухоли и ее 
прогрессирование. Крайне актуальными являются исследования, направленные на поиск возможных 
взаимосвязей между процессами аутофагии и патогенетическими механизмами канцерогенеза. цель 
исследования – изучить взаимосвязь экспрессионных параметров белков-регуляторов аутофагии 
m-ToR и Beclin-1 с параметрами лимфогенного метастазирования при колоректальном раке. матери-
ал и методы. В исследование были включены 105 пациентов с колоректальным раком T1–4N0–3M0, 
находившихся на лечении в отделении торако-абдоминальной онкологии НИИ онкологии Томского 
НИМЦ в период с 2012 по 2015 г. Средний возраст больных составил 59,7±4,3 года. Морфологическая 
верификация диагноза колоректального рака проводилась на биопсийном материале фрагментов 
ткани первичной опухоли. Распространенность онкологического заболевания определялась согласно 
международной классификации по системе TNM (2002). результаты. Анализ частоты лимфогенного 
метастазирования в зависимости от наличия или отсутствия экспрессии белков m-Tor и Beclin-1 в 
цитоплазме опухолевых клеток выявил статистически значимую связь между этими параметрами. 
заключение. Полученные данные отчетливо демонстрируют тот факт, что снижение или утрата 
активности процессов аутофагии в опухоли сопровождается реализацией механизмов лимфогенной 
диссеминации, которая является предиктором неблагоприятного прогноза заболевания.
Ключевые слова: колоректальный рак, аутофагия, лимфогенное метастазирование, 
beclin-1, m-Tor, прогноз.
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Abstract
Currently the impact of autophagy on carcinogenesis remains understudied. on the one hand, autophagy 
acts as a tumor suppressor, as it activates degradation of oncoproteins, toxic proteins, and damaged cell 
organelles, that may be aggressive and lead to dNA damage. on the other hand, autophagy may promote 
tumor cell survival under hypoxia and in the presence of reactive oxygen species, which occurs primarily due 
to blocking of apoptosis mechanisms, raising the chances for maintaining tumor clone dynamics. Autophagy 
regulation is a complicated and multi-stage process. The main regulator here is a signaling pathway that 
activates serine/threonine protein kinase m-ToR (the mammalian target of rapamycin). data on the impact of 
autophagic proteins ATG5, LC3A, LC3B, and Beclin-1 on malignant cell survival as well as on tumor growth 
and progression have been reported in literature. However, studies aimed at seeking possible relationships 
between autophagy and pathogenetic mechanisms of carcinogenesis are of great interest. The aim of the 
study is to investigate a relationship between the expression parameters of autophagy regulatory proteins 
m-ToR and Beclin-1 and the features of lymphogenic metastasis in colorectal cancer. Materials and 
methods. The study included 105 patients with T1-4N0-3M0 colorectal cancer treated in the Thoracic and 
Abdominal department of Cancer Research Institute  of Tomsk Research Medical Center from 2012 to 2015. 
The average age of patients was 59.7±4.3 years. Morphological verification of the diagnosis was performed 
on the biopsy samples of primary tumor tissue. Staging of colorectal cancer was determined according to the 
TNM classification of malignant tumors (2002). Results. Analysis of the frequency of lymphogenic metastasis 
depending on the presence or absence of m-Tor and Beclin-1 expression in tumor cell cytoplasm revealed 
a statistically significant link between these variables. Conclusion. The obtained findings clearly exhibit that 
deceleration or loss of autophagic activity in the tumor is accompanied by implementation of lymphogenic 
dissemination, which is a predictor of an unfavorable outcome of the disease.
Keywords: colorectal cancer, autophagy, lymphogenous metastasis, beclin-1, m-Tor, prognosis.
Introduction
Currently, colorectal cancer is one of the most 
common cancers worldwide, and every year more 
and more new cases of this disease are recorded [1]. 
This cancer is characterized by low five-year survival 
rate, which is explained by frequent recurrences and 
high chances for development of lymphogenic and 
hematogenic metastases [2]. Differences in biological 
parameters of a primary tumor, variety in the types of 
carcinoma, differences in metastasis in organs, and 
resistance to therapy make difficult early detection 
of a tumor. Shortcomings of existing treatment 
algorithms dictate the necessity of studying clinical 
features of colorectal cancer as well as molecular and 
morphologic parameters of the disease.
According to the literature data, non-surgical 
treatment options, such as chemotherapy, radiation 
therapy, hormone therapy and immunotherapy, are 
the most common treatment strategies for patients 
with colorectal cancer [3, 4]. Special attention is given 
to the study of molecular and genetic features of the 
tumor, that are associated with different options of 
tumor progression as well as with disease prognosis. 
Autophagy is one of the processes involved in 
tumor pathogenesis. Its role in tumor pathogenesis 
is understudied and data that have been already 
published in literature are controversial. Autophagy 
is a catabolic process characterized by degradation of 
cell organelles. This process is necessary for growth 
and proliferation of healthy cells and maintenance of 
intracellular homeostasis [5]. Autophagy is regulated 
by more than 30 proteins encoded by ATG genes 
found in yeast fungi as well as by a big number of 
homologous proteins found in mammals [6].
The impact of autophagy on carcinogenesis 
remains unclear [7]. On the one hand, autophagy 
acts as a suppressor of tumor cell development due 
to degradation of oncoproteins, toxic proteins, and 
damaged cell organelles that may be aggressive and lead 
to DNA damage [8, 9]. On the other hand, autophagy 
may promote tumor cell survival under hypoxia, in 
the presence of reactive oxygen species, and under 
starvation by blocking apoptosis, thus favoring tumor 
progression [9-11]. The main autophagy regulator is 
a signaling pathway that activates serine/threonine 
protein kinase m-TOR (the mammalian target of 
rapamycin), which is involved in cell metabolism, 
growth, proliferation, and differentiation [12].
According to E.J. Write et.al., autophagy suppression 
in the tumor is associated with the oncogenic function 
of the PI3-K pathway, which triggers the mTORC1 
cascade of reactions [13]. According to other authors, 
tumor cells with activated autophagy are characterized 
by increased aggressiveness and resistance to 
chemotherapy. After chemo- and radiation therapy, 
a rise in the number of autophagosomes in the tumor 
was observed [8, 14].
Impairment of m-TOR pathway functioning, 
determined by genetic variations in key genes, was 
identified in investigations on bladder cancer, breast 
cancer, lung cancer, and hepatocellular carcinoma 
[15-18]. According to L. Lei et. al., over the past few 
years, considerable attention has been given to the 
impact of the m-TOR pathway on tumor formation 
[19]. According to the findings of L. Xiao yan L. Zhou, 
increased proliferative activity in tumor cells in breast 
cancer is associated with elevated p-mTOR expression 
[20]. Another study exhibited that p-mTOR expression 
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was associated with a worse prognosis of stomach 
cancer, however, the survival rate in patients with 
positive m-TOR expression was significantly higher 
than that in patients with negative expression of this 
marker in the tumor [21, 22].
Literature contains data on the impact of autophagy-
related proteins ATG5, LC3A, LC3B, and Beclin-1 on 
cell survival, carcinogenesis, and invasive features 
of the tumor [23-25]. The Beclin-1 protein plays 
an essential role in regulating autophagy [26] and 
is involved in implementation of various signaling 
pathways. Beclin-1 may act both as an inductor and 
suppressor of carcinogenesis. Till recently, the gene 
that encoded Beclin-1 had been viewed as a tumor 
suppressor gene. However, latest research has not 
revealed any evidence on a relationship between a 
loss of this gene or its mutation and development 
of tumors in different localities [27]. J. Gao et al. 
reported that transformations in the gene encoding 
the Beclin-1 protein were identified in only 2.5% of 
patients with colorectal cancer [28]. In the study of 
K.J. Schmits et al., a correlation between the level of 
Beclin-1 expression and low survival rate in patients 
with stage III and IV colorectal cancer was found [10]. 
The function of Beclin-1 is associated with many key 
cell molecules, for instance, with m-TOR and HIFs (a 
transcription factor that reacts to a decrease in cellular 
oxygen level) [29].
In recent years, the prognostic significance of 
Beclin-1 level in stomach cancer [30], epidermoid 
laryngeal cancer [31], and testicular cancer [32] 
has been actively studied. In case of monoallelic 
deletion of the gene encoding Beclin-1, in 40-75% 
of patients with malignant tumors deceleration of 
autophagy was observed. Such findings were obtained 
in investigations on testicular, breast, prostate, and 
brain cancers [33]. To date, data on the impact of 
Beclin-1 on tumor progression and disease prognosis 
remain controversial. According to the findings of 
Ahn, increased expression of Beclin-1 was observed 
in 95% of patients with intestinal adenocarcinoma. 
However, in this study no statistically significant 
data on the relationship between the level of this 
marker and clinical and morphological features of 
the tumor were obtained, thus leading to a hypothesis 
that Beclin-1 does not play an essential role in tumor 
suppression [33]. A number of other studies point to a 
relationship between the level of Beclin-1 expression 
and the depth of tumor invasion as well as metastasis 
parameters. Thus, high Beclin-1 expression in patients 
with colorectal cancer was considered as an indicator 
of a favorable prognosis and good survival rate [34]. 
Therefore, the study of autophagy-related proteins is 
a topical area in modern oncology, since the impact 
of these proteins on signaling pathways regulating 
autophagy in healthy and neoplastic cells may become 
a prospective therapeutic target for cancer.
Figure 1. Well-differentiated adenocarcinoma with the minimal 
stromal component. Hematoxylin and eosin staining 
(200× magnification)
Figure 2. Moderately differentiated adenocarcinoma 
with pronounced stroma.
Hematoxylin and eosin staining (100× magnification)
Figure 3. poorly differentiated adenocarcinoma. 
discrete tumor cells, small tumor cell clusters. 
Hematoxylin and eosin staining (100× magnification)
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Figure 4. Moderately pronounced heterogeneous cytoplasmic 
expression of m-Tor in colon adenocarcinoma. The 
immunohistochemical reaction.
diaminobenzidine and hematoxylin staining (200× magnification)
Figure 5. Strongly apparent homogeneous cytoplasmic 
expression of m-Tor in colon adenocarcinoma. 
The immunohistochemical reaction. diaminobenzidine 
and hematoxylin staining (100× magnification)
Material and Methods
The study included 105 patients with T1-4N0-
3M0 colorectal cancer treated in the Thoracic and 
Abdominal Oncology Unit at the Research Institute 
of Oncology of Tomsk Research Medical Center 
from 2012 to 2015. The average age of patients was 
59.7±4.3 years. Morphological verification of the 
diagnosis was performed on the biopsy samples of 
primary tumor tissue. Staging of colorectal cancer 
was determined according to the TNM classification 
of malignant tumors (2002). Stage I cancer was 
detected in 8 patients (7.6%), stage IIA in 16 patients 
(15.2%), stage IIB in 43 patients (41%), stage IIIA in 
33 patients (31.5%), stage IIIB in 4 patients (3.8%), 
and stage IIIC in 1 case (0.9%). Tumor localization 
in the colon was the following: the cecum in 16 
patients (15%), ascending colon in 8 patients (7%), 
hepatic flexure in 3 patients (3%), transverse colon in 
2 patients (2%), splenic flexure in 23 patients (22%), 
descending colon in 6 patients (5%), sigmoid colon 
in 31 patients (30%), and rectosigmoid junction in 16 
patients (16%). All patients underwent hemicolectomy 
or colon resection. In the post-operative period, 
48 patients received different adjuvant treatments 
according to clinical recommendations. The patients 
had been followed up for 3 years. To evaluate the 
disease activity, patients’ medical records were 
analyzed. The surgical specimens were sent to further 
morphological examination. Fixation, processing to a 
paraffin block, preparation of slices, and staining were 
performed in compliance with standard instructions. 
Morphological examination of the specimens was 
conducted using the light microscope (“Axioscope A1” 
Carl Zeiss). Digital images of the stained histology 
and immunohistochemistry slides were acquired using 
AxioCam MRc5 camera with AxioVision 4.6.3 (Carl 
Zeiss) software for digital image processing. When 
investigating the surgical specimens, we performed 
gross examination of the primary tumor: we evaluated 
the size and form of the tumor, the depth of tumor 
invasion, and the status of resection margins. To 
assess the status of regional lymph nodes, all lymph 
nodes were investigated with respect to the presence 
or absence of metastases. The diagnosis of colorectal 
cancer was made according to the WHO Histological 
classification of Gastrointestinal Tumors (WHO, 
2013). In 92 patients (87.6%), the tumor histotype 
corresponded to colon adenocarcinoma with various 
degrees of differentiation (Figures 1-3). In 13 patients 
(12.4%), other histological subtypes were detected 
(mucinous cancer, cancer with neuroendocrine 
differentiation). Histological examination of the 
tumor tissue was conducted with assessment of the 
following parameters: the degree of differentiation, 
depth of colon wall invasion, presence of perineural or 
lymphovascular invasion, presence of tumor necrosis, 
presence and intensity of inflammatory infiltration, and 
degree of stroma representation in the tumor.
Various expression parameters of the tumor in 
colorectal cancer were investigated on the paraffin 
sections using the immunohistochemical assay 
according to the standard procedure. The following 
antibodies were used in the investigation: Anti-
Beclin 1 antibody ab 62472 Abcam (polyclonal, 
1:100), and Rabbit Anti-human m-Tor Antibody 
(polyclonal, 1:100). Application of antibodies was 
preceded by control reactions with external controls 
according to the manufacturer’s instructions. The 
expression of Beclin-1 (cytoplasmic expression 
in the Golgi complex) and m-Tor (membrane and 
cytoplasmic staining) was evaluated as the percentage 
of positively-stained cells in the tumor detected per 
10 fields of vision at 400× magnification. Along 
with quantitative assessment of the studied marker 
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expression in the tumor, heterogeneity of staining 
was investigated at 150× magnification. In cases of 
positive marker expression in the tumor cells with 
equal staining intensity, the expression was estimated 
as homogeneous. Cases where the tumor had regions 
with both positive and negative marker expression as 
well as regions with different staining intensity were 
considered as cases with heterogeneous expression 
distribution (Figures 4-5).
The obtained data were processed using “Statistica 
10” software. The findings were analyzed with 
descriptive statistics and dispersion analysis. To 
calculate statistical significance of the differences, 
the non-parametric Chi-square test and Spearman’s 
correlation coefficient were used. The differences 
between the studied variables were considered 
statistically significant at p<0.05.
Results
Since the presence of lymphogenic metastases 
is one of the key prognostic criteria for the course 
of colorectal cancer, we analyzed the frequency of 
metastases depending on the parameters of autophagy 
marker expression.
Table 1 represents the data on the distribution of 
the patients depending on the number of lymph nodes 
affected by metastases. In the study, most patients had 
less than 4 metastatic lymph nodes; it corresponded to 
N1 parameter in the TNM classification.
Analysis of the frequency of lymphogenic 
metastasis depending on the presence or absence of 
m-Tor expression in tumor cell cytoplasm revealed a 
statistically significant link between these variables. 
We found that metastases in regional lymph nodes 
were more often observed under negative m-Tor 
expression in tumor cells (Table 2).
Moreover, we identified a relationship between 
the percentage of the tumor cells with positive 
m-Tor expression and the presence of lymphogenic 
metastases. In patients with metastatic regional lymph 
nodes, lower m-Tor expression in tumor cells was 
detected (Table 3).
Following the obtained findings, we found that 
the presence or absence of Beclin-1 expression in 
tumor cells had no statistically significant link with 
the number of metastatic lymph nodes. What is more, 
we did not reveal a statistically significant relationship 
between the percentage of Beclin-1 expression and the 
parameters of lymphogenic metastasis (F=1.2, р=0.2) 
(Table 3).
Conclusion
The present study allowed us to identify the link 
between the expression features of m-Tor protein and 
the parameters of lymphogenic metastasis in patients 
with colorectal cancer. Thus, the presence of metastatic 
lymph nodes was more frequently registered under 
negative expression of the marker in tumor cells. 
We revealed that a statistically significant decrease 
in m-Tor expression in tumor cells occurred in the 
presence of metastases in regional lymph nodes. The 
obtained findings clearly exhibit that deceleration or 
loss of autophagic activity in the tumor is accompanied 
by implementation of lymphogenic dissemination, 
which is a predictor of an unfavorable outcome of 
the disease.
The expression characteristics of Beclin-1 appeared 
to have no relation to the parameters of lymphogenic 
metastasis. It may be explained by less involvement of 
this molecular and biologic marker in carcinogenesis 
and tumor progression in colorectal cancer.
Table 1
Distribution of the patients according to the number of lymph nodes affected by metastases
Number of metastatic lymph nodes Number of patients (abs.num., %)
Up to 4 lymph nodes (N1) 39 (88 %)
More than 4 lymph nodes (N2) 5 (12 %)
Table 2
A link between the presence of m-Tor expression and the state of regional lymph nodes in the patients 
with colorectal cancer
m-TOR expression 
in the tumor cells
Presence of metastases in the regional lymph nodes 
(abs. num., %)
N0 N+
Negative expression 1 (1.7 %) 5 (10.8) χ2=4.4
p=0.04Positive expression 58 (98.3 %) 41 (89.2 %)
Table 3
Percentage of beclin-1 and m-Tor expression depending on the presence of lymphogenic metastases
Presence of metastases Percentage of m-TOR expression Percentage of Beclin-1 expression
N0 79.6±25.1 24.5±26.1
N+ 67.3±33.9 19.2±20.9
F=4.5 р=0.03 F=1.2 р=0.2
46 SIBERIAN JoURNAL oF oNCoLoGY. 2018; 17(4): 41–47
CLINICAL STuDIES
ЛИТЕРАТУРА/REFERENCES
1. Haggar F.A., Boushey R.P. Colorectal cancer epidemiology: inci-
dence, mortality, survival, and risk factors. Clin Colon Rectal Surg. 2009 
Nov; 22(4): 191–7. doi: 10.1055/s-0029-1242458.
2. Birgisson H., Wallin U., Holmberg L., Glimelius B. Survival 
endpoints in colorectal cancer and the effect of second primary other 
cancer on disease free survival. BMC Cancer. 2011 Oct 11; 11: 438. doi: 
10.1186/1471-2407-11-438.
3. Meyerhardt J.A., Mayer R.J. Systemic therapy for colorectal cancer. 
N. Engl. J. Med. 2005; 352(5): 476–487. doi: 10.1056/NEJMra040958.
4. Brenner H., Kloor M., Pox C.P. Colorectal cancer. Lancet. 2014 Apr 
26; 383(9927): 1490–1502. doi: 10.1016/S0140-6736(13)61649-9.
5. Nagelkerke A., Sweep F.C., Geurts-Moespot A., Bussink J., Span P.N. 
Therapeutic targeting of autophagy in cancer. Part I: molecular pathways 
controlling autophagy. Semin Cancer Biol. 2015 Apr; 31: 89–98. doi: 
10.1016/j.semcancer.2014.05.004.
6. Klionsky D.J. Look people, “Atg” is an abbreviation for “autophagy-
related.” That’s it. Autophagy. 2012 Sep; 8(9): 1281–2. doi: 10.4161/
auto.21812.
7. Gil J., Pesz К.A., Sąsiadek M.M. May autophagy be a novel bi-
omarker and antitumor target in colorectal cancer? Biomark Med. 2016 
Oct; 10(10): 1081–1094. doi:10.2217/bmm-2016-0083
8. Nagelkerke A., Bussink J., Geurts-Moespot A., Sweep F.C., Span 
P.N. Therapeutic targeting of autophagy in cancer. Part II: pharmacological 
modulation of treatment-induced autophagy. Semin Cancer Biol. 2015 Apr; 
31: 99–105. doi: 10.1016/j.semcancer.2014.06.001.
9. Degenhardt K., Mathew R., Beaudoin B., Bray K., Anderson D., 
Chen G., Mukherjee C., Shi Y., Gélinas C., Fan Y., Nelson D.A., Jin S., 
White E. Autophagy promotes tumor cell survival and restricts necrosis, 
inflammation, and tumorigenesis. Cancer Cell. 2006; 10: 51–64.
10. Schmitz K.J., Ademi C., Bertram S., Schmid K.W., Baba H.A. 
Prognostic relevance of autophagy-related markers LC3, p62/sequesto-
some 1, Beclin-1 and ULK1 in colorectal cancer patients with respect to 
KRAS mutational status. World J Surg Oncol. 2016 Jul 22; 14(1): 189. 
doi: 10.1186/s12957-016-0946-x.
11. Degenhardt K., Mathew R., Beaudoin B., Bray K., Anderson D., 
Chen G., Mukherjee C., Shi Y., Gélinas C., Fan Y., Nelson D.A., Jin S., 
White E. Autophagy promotes tumor cell survival and restricts necrosis, 
inflammation, and tumorigenesis. Cancer Cell. 2006; 10(1): 51–64. doi: 
10.1016/j.ccr.2006.06.001.
12. Lee J., Giordano S., Zhang J. Autophagy, mitochondria and 
oxidative stress: cross-talk and redox signalling. Biochem J. 2012 Jan 15; 
441(2): 523–40. doi: 10.1042/BJ20111451.
13. White E.J., Martin V., Liu J.L., Klein S.R., Piya S., Gomez-Manza-
no C., Fueyo J., Jiang H. Autophagy regulation in cancer development 
and therapy. Am. J. Cancer Res. 2011; 11(3):362–372.
14. Li B.X., Li C.Y., Peng R.Q., Wu X.J., Wang H.Y., Wan D.S., Zhu X.F., 
Zhang X.S. The expression of beclin 1 is associated with favorable prog-
nosis in stage IIIB colon cancers. Autophagy. 2009; 5(3): 303–306.
15. Bambury R.M., Rosenberg J.E. Actionable mutations in muscle-
invasive bladder cancer. Curr Opin Urol. 2013 Sep; 23(5): 472–8. doi: 
10.1097/MOU.0b013e328363a3cd.
16. Ng V.C., Johnson J.J., Cuellar S. Targeting the mammalian target 
of rapamycin pathway with everolimus: Implications for the management 
of metastatic breast cancer. J Oncol Pharm Pract. 2015 Dec; 21(6): 433–42. 
doi: 10.1177/1078155214540732.
17. Rolfo C., Giovannetti E., Hong D.S., Bivona T., Raez L.E., Bronte G., 
Buffoni L., Reguart N., Santos E.S., Germonpre P., Taron M., Passiglia F., 
Van Meerbeeck J.P., Russo A., Peeters M., Gil-Bazo I., Pauwels P., Ro-
sell R. Novel therapeutic strategies for patients with NSCLC that do not 
respond to treatment with EGFR inhibitors. Cancer Treat Rev. 2014 Sep; 
40(8): 990–1004. doi: 10.1016/j.ctrv.2014.05.009.
18. Loong H.H., Yeo W. Microtubule-targeting agents in oncology and 
therapeutic potential in hepatocellular carcinoma. Onco Targets Ther. 2014 
Apr 16; 7: 575–85. doi: 10.2147/OTT.S46019.
19. Li L., Liu D., Qiu Z-X., Zhao S., Zhang L., Li W-M. The Prognostic 
Role of m-TOR and P-mTOR for Survival in Non-Small Cell Lung Can-
cer: A Systematic Review and Meta-Analysis. PLoS ONE. 2015; 10(2): 
e0116771. doi:10.1371/journal.pone.0116771.
20. Zhou X., Tan M., Stone Hawthorne V., Klos K.S., Lan K.H., Yang Y., 
Yang W., Smith T.L., Shi D., Yu D. Activation of the Akt Mammalian Target 
of Rapamycin 4E-BP1 Pathway by ErbB2 Overexpression Predicts Tumor 
Progression in Breast Cancers. Clin Cancer Res. 2004; 10: 6779–6788. 
doi: 10.1158/1078-0432.CCR-04-0112.
21. Zhou L., Huang Y., Li J., Wang Z. The mTOR pathway is associ-
ated with the poor prognosis of human hepatocellular carcinoma. Medical 
Oncology. 2009; 27: 255–261. doi: 10.1007/s12032-009-9201-4.
22. Xiao L., Wang Y.C., Li W.S., Du Y. The role of mTOR and phos-
pho-p70S6K in pathogenesis and progression of gastric carcinomas: an 
immunohistochemical study on tissue microarray. J Exp Clin Cancer Res. 
2009 Dec 13; 28: 152. doi: 10.1186/1756-9966-28-152.
23. Cho D.H., Jo Y.K., Kim S.C., Park I.J., Kim J.C. Down-regulated 
expression of ATG5 in colorectal cancer. AntiCancer Res. 2012; 32(9): 
4091–4096.
24. Choi J.H., Cho Y.S., Ko Y.H., Hong S.U., Park J.H., Lee M.A. 
Absence of autophagy-related proteins expression is associated with poor 
prognosis in patients with colorectal adenocarcinoma. Gastroenterol Res 
Pract. 2014; 2014: 179586. doi: 10.1155/2014/179586.
25. Giatromanolaki A., Koukourakis M.I., Harris A.L., Polychronidis A., 
Gatter K.C., Sivridis E. Prognostic relevance of light chain 3 (LC3A) 
autophagy patterns in colorectal adenocarcinomas. J Clin Pathol. 2010 
Oct; 63(10): 867–72. doi: 10.1136/jcp.2010.079525.
26. Pattingre S., Espert L., Biard-Piechaczyk M., Codogno P. Regula-
tion of macroautophagy by mTOR and Beclin 1 complexes. Biochimie. 
2008; 90: 313–323. doi: 10.1016/j.biochi.2007.08.014.
27. Laddha S.V., Ganesan S., Chan C.S., White E. Mutational landscape 
of the essential autophagy gene BECN1 in human cancers. Mol Cancer Res. 
2014 Apr; 12(4): 485–90. doi: 10.1158/1541-7786.MCR-13-0614.
28. Gao J., Aksoy B.A., Dogrusoz U., Dresdner G., Gross B., Sumer S.O., 
Sun Y., Jacobsen A., Sinha R., Larsson E., Cerami E., Sander C., Schultz N. 
Integrative analysis of complex cancer genomics and clinical profiles 
using the cBioPortal. Sci Signal. 2013 Apr 2; 6(269): pl1. doi: 10.1126/
scisignal.2004088.
29. Kelley R.K., Wang G., Venook A.P. Biomarker use in colorectal 
cancer therapy. J Natl Compr Canc Netw. 2011 Nov; 9(11): 1293–302.
30. Xia P., Wang J.J., Zhao B.B., Song C. The role of beclin-1 expres-
sion in patients with gastric cancer: a meta-analysis. Tumour Biol. 2013 
Dec; 34(6): 3303–7. doi: 10.1007/s13277-013-1049-8.
31. Huang L., Wang S., Li S.S., Yang X.M. Prognostic significance of 
Beclin-1 expression in laryngeal squamous cell carcinoma. Pathol Oncol 
Res. 2013 Oct; 19(4): 771–7. doi: 10.1007/s12253-013-9642-0.
32. Lin H.X., Qiu H.J., Zeng F., Rao H.L., Yang G.F., Kung H.F., 
Zhu X.F., Zeng Y.X., Cai M.Y., Xie D. Decreased expression of Beclin 1 
correlates closely with Bcl-xL expression and poor prognosis of ovar-
ian carcinoma. PLoS One. 2013; 8(4): e60516. doi: 10.1371/journal.
pone.0060516.
33. Miracco C., Cosci E., Oliveri G., Luzi P., Pacenti L., Monciatti I., 
Mannucci S., De Nisi M.C., Toscano M., Malagnino V., Falzarano S.M., 
Pirtoli L., Tosi P. Protein and mRNA expression of autophagy gene Beclin 
1 in human brain tumours. Int. J. Oncol. 2007; 30(2): 429–436.
34. Liu L., Meng T., Wang Q.S., Jin H.Z., Sun Z.Q., Jin B., Fang F., 
Wang H.J. Association of Beclin-1 and microRNA-30a expression with 
the severity and treatment response of colorectal cancer. Genet Mol Res. 




This study required no funding.
Conflict of interest
The authors declare that they have no conflict of interest
AbOuT THE AuTHORS
Sergey V. Vtorushin, MD, Professor, Pathological Anatomy Department, Head of Pathological Anatomy Division, Siberian State 
Medical University (Tomsk, Russia). Researcher ID: S-3789-2016. ORCID: 0000-0002-1195-4008.
Kirill V. Rachkovsky, postgraduate, Pathological Anatomy Department, Siberian State Medical University (Tomsk, Russia).
Nadezhda V. Krakhmal, MD, PhD, Pathological Anatomy Department, Siberian State Medical University (Tomsk, Russia). Researcher 
ID: S-3799-2016. ORCID: 0000-0002-1909-1681.
47СИБИРСКИЙ ОНКОЛОГИЧЕСКИЙ ЖУРНАЛ. 2018; 17(4): 41–47
КлиничесКие исследоВаниЯ
Ivan V. Stepanov, MD, PhD, Pathological Anatomy Department, Siberian State Medical University (Tomsk, Russia). Researcher ID: 
C-8572-2012. ORCID: 0000-0002-8543-6027.
Marina V. Zavyalova, MD, Professor, Head of Pathological Anatomy Department, Siberian State Medical University (Tomsk, Russia). 
E-mail: zavyalovamv@mail.ru. Researcher ID: C-8580-2012. ORCID: 0000-0001-9429-9813.
сВедениЯ оБ аВтораХ
Вторушин Сергей Владимирович, доктор медицинских наук, доцент, профессор кафедры патологической анатомии, заведую-
щий патологоанатомическим отделением, ФГБОУ ВО «Сибирский государственный медицинский университет» Минздрава 
России (г. Томск, Россия). SPIN-код: 2442-4720. Researcher ID: S-3789-2016. ORCID: 0000-0002-1195-4008.
Рачковский Кирилл Владимирович, аспирант кафедры патологической анатомии, ФГБОУ ВО «Сибирский государственный 
медицинский университет» Минздрава России (г. Томск, Россия). SPIN-код: 6814-7094.
Крахмаль Надежда Валерьевна, кандидат медицинских наук, доцент кафедры патологической анатомии, ФГБОУ ВО «Си-
бирский государственный медицинский университет» Минздрава России (г. Томск, Россия). SPIN-код: 1543-6546. Researcher 
ID: S-3799-2016. ORCID: 0000-0002-1909-1681.
Степанов Иван Вадимович, кандидат медицинских наук, доцент кафедры патологической анатомии, ФГБОУ ВО «Сибирский 
государственный медицинский университет» Минздрава России (г. Томск, Россия). SPIN-код: 5930-3160. Researcher ID: C-8572-
2012. ORCID: 0000-0002-8543-6027.
Завьялова Марина Викторовна, доктор медицинских наук, профессор, заведующая кафедрой патологической анатомии, 
ФГБОУ ВО «Сибирский государственный медицинский университет» Минздрава России (г. Томск, Россия). SPIN-код: 1229-
0323. Researcher ID: C-8580-2012. ORCID: 0000-0001-9429-9813.
Финансирование
Авторы данной статьи подтвердили отсутствие финансовой поддержки.
Конфликт интересов
Авторы объявляют, что у них нет конфликта интересов.
Поступила 12.07.18
Принята в печать 10.08.18
